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Amendments to the Claims: 

This listing of claims will replace all prior versions, and listings, of claims in the 

application: 
Listing of Claims: 

1 . (Currently Amended) A method for-- me4Bl - a4 i ftg-4he4^€l9--e-f- - a--metabe-l - i€- 
or biosynthetic pro duct in a plant, including introducing a product into a plan t, said method 

er -- e - ?*eeding -- a - ft - en - gym^ 

produet--e r a genetic sequence which alters the level of expression of a gene enco ding a product 



biosyntfa e tic product comprises a polyhydroxydafleate r a - ffiktui^ 

pfeewEse i Mkeree f producing polyhydroxyalkanoates (PHAs) in a species of Saccharunu said 
lie hod c mrn sing expressin g nucicoii4e.sequegc es com prising SEP ID NO:l. SEP ID NO:4 
and SEP ID NO:7 or nucleotide sequences capable of hybridizing to the complement of SEP ID 
NOlL SEP I D NP.4 or SEQ ID NO:7 under stringent conditions. 

2. (Currently Amended) The method of Claim 1 herem -wherein t he member 
species of the Saccharum genus is sugarcane. 

3. (Previously Presented) The method of Claim 1 wherein the 
polyhydroxyalkanoate is polyhydroxybutryate. 




4. 



(Currently Amended) The method of Claim 1 w - her - e i n - -the - g^n - eti - e 



seq-uenee--eempr-kes- 



• phaA o r homolo g th e r eo f; 
nucleotid e sequence encoding phaB or he meteg-tbefeef- 
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(is) a-^uel- e etide-sequenee encoding-pj^€-ef-4emeleg4to- e e-g; 

(iv) a - m - Hsl - eet i de - sequenee ^ ^ ^ 

(v) a nucleot ide sequence encoding phaG or homolo g-tfaereof; 

(-v-i-> — a-nu64eeti4e-sequence en-eed-in-g--phaJ--er--ten^ek»g4fiere-el' 

Hi) — SEQ ID NO:l or SEQ ID NO:3 or SEQ ID NO: 10 or SE Q ID NO: 12 or a 
nuc l eotide sequence having at least 60% identity thereto after optimal alignment, or-ea p ab i e - o f 
hybri4kin g ---i^^ 

complementary for m thereof under Sow stringency conditions; 

(viii) SEQ ID NO:4 or SEQ ID NO:6 or SEQ ID NO: 13 or SE Q ID N O: 15 or a 
mie - feet i de - sequence - hav i ng^ 

hybridizin g to SEQ ID NO:4 or S EQ ID NO:6 or SEQ ID NO:13 or SEQ ID N O:15 or a 
compl e m e ntary form ther e of und e r low string e ncy conditions; 

(k) SEQ ID N O:7 o r SE Q I D N O:9 o r SEQ ID N O: 16 or SEQ ID N O: 1 8 or a 

trompl<-h*?-"- form tl e - - - e^ W ring cney c o nd iti o n^ 

(s) gEQ4&^:l - 9 - 6F - S^ 

SEQ ID NO:25 or SEQ ID NO:27 or a nucleotide sequence having at least 60% identity thereto 
aiter-ept t mal - alignr^^ 

ID NO:22 or SEQ ID NO:21 or SEQ ID NO:25 or SEQ ID NO:27 or a compl e m e ntary form 
thereof-tind e r low s tringency conditions; 

fxi) SEQ ID NO:28 or SEQ ID NO:30 or a nucleotide s equence having at least 

60%4defl*feHkegete>-a^ 

SEQ ID NQ:30 or a complementary form thereof under low stringency conditions; 

— SEQ4R--NOv34 - -ef"SEQ4^ 
&Q% -identity thereto after optimal alignment, or capable of hybridizing to SEQ ID -- NQ - : - 3 - l -- er 
SEQ4D"N(>:33"<>r"a"€ompl eH^ the 
nucleotide sequences further comprises SEQ ID NO: 19 or a nucleotide sequence capable of 
„ i pjen pj S EQ ID NO: 19 under stringent conditions . 
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5. (Currently Amended) A genetically modified Saccharum sp. cell 
comprising a genetic sequence- eBeod -i ng - a - metak^i^ 

sai-d-preduet-j-er-^n^ed-ing- a n en z y me for the biosynthesis or m etaboli sm -e-f-t-b-e-predite-t-or-a 
pr e cursor o f s a id product or a gen e m *equ .i co which alt e rs th e l e v e l of e xpr e ssion of a ge n e 

b i o s ynth etic product comprises a polyhydroxyalanoate. a mixture of polyhydroxyalanoates or a 
pf-ee-ttfsor-tber - ee f comprising SEQ ID NO:l, SEQ ID N():4 and SEQ ID NO: 7 or nu i [e 
sequences capable oLhy.bridj:ging..to.the.^ ID NO:4 or SEQ ID 

NO: 7 under stringent conditions . 

6. (Original) The Saccharum sp. cell of Claim 5, wherein said Saccharum 
sp. is sugarcane. 

7. (Previously Presented) The Saccharum sp. cell of Claim 5, wherein the 
polyhydroxyalkanoate is polyhydroxybutryate. 

8. (Canceled) 

9. (Currently Amended) A genetically modified Saccharum sp. plant 
comprising one or more cells of claim 5. 

10. (Original) Seeds or other reproductive material or propagation material 
from the plant of Claim 9. 

11. (Previously Presented) A polyhydroxyalkanoate polymer or mixture of 
polyalkanoate polymers produced according to the method of Claim 1 . 

12. (Currently Amended) A plant based bioreactor system used for the 
production of a ■metebotie- or biosynthetic produc t polyhvdroxyalkanoate , said bioreactor 
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comprising one or more genetically modified cells of Claim 5 ~m--m®-m--m&¥<2~x§m€k-a-mm~-sp- : 
p -la nt - s - ef - €eT¥iprising -- said - e€l l s . 

13. (New) A plant based bioreactor system used for the production of a 
polyhydroxyalkanoate, said bioreactor comprising one or more genetically modified cells of 
Claim 9. 

14. (New) The method of Claim 1 wherein the nucleotide sequences further 
comprises SEQ ID NO:28 or a nucleotide sequence capable of hybridizing to the complement of 
SEQ ID NO:28 under stringent conditions. 

15. (New) The method of Claim 1 wherein the nucleotide sequences further 
comprises SEQ ID NO:3 1 or a nucleotide sequence capable of hybridizing to the complement of 
SEQ ID NO:3 1 under stringent conditions. 

16. (New) The genetically modified Saccharum sp cell which further 
comprises SEQ ID NO: 19 or a nucleotide sequence capable of hybridizing to the complement of 
SEQ ID NO: 19 under stringent conditions. 

17. (New) The genetically modified Saccharum sp cells which further 
comprises SEQ ID NO:28 or a nucleotide sequence capable of hybridizing to the complement of 
SEQ ID NO:28 under stringent conditions. 

18. (New) The genetically modified Saccharum sp cell which further 
comprises SEQ ID NO:31 or a nucleotide sequence capable of hybridizing to the complement of 
SEQ ID NO:31 under stringent conditions. 
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